Nurse capacity, fertility, and litter size in crossbred sows and genetic correlation to purebred sow information.
In pigs litter size has increased during the last decades and number of weaned piglets is an important issue. The aim of this study was to develop a new trait of nurse capacity (NC) of crossbred sows viewed as crossbred performances in the two purebred parent lines, and estimate the genetic correlation to fertility and litter size five days after birth. An experiment recording phenotypes of crossbred sows was conducted in three large production herds with 11,247 first litter Danish Landrace x Yorkshire sows. All terminal sires used were Duroc AI boars. The experiment was running from 2010 to 2013. At farrowing, the total number born (TNB) was recorded. Five days after farrowing the litter size of the biological mother (LS5) was recorded. During the first three days after farrowing the number of piglets at each nurse sow was equalized to 14 piglets and after three weeks the NC was recorded and defined as the number of piglets nursed. Additional records on TNB and LS5 from related sows in nucleus and multiplier herds were added to obtain a data set with both purebred and crossbred information. A reduced animal model including both purebred and crossbred records was used and parameters were estimated. The results show that NC recorded on crossbred first litter sows had heritabilities of 0.05 and 0.07 for crossbred performance in the purebred populations of Landrace and Yorkshire, respectively. Estimated genetic correlations between TNB in purebreds and crossbreds show that nearly 50% of genetic gain in the purebred populations was transferred to crossbreds. Unfavorable genetic correlations between TNB in purebreds and NC in crossbreds were observed. For LS5 the genetic (co)variances show that 61% of the genetic gain in the two purebred lines was transferred to the commercial pig production of crossbred first litter sows, but no statistically significant genetic correlation to NC was obtained.